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T JIRP| ¥ ¥=7| TE E2°t E3 QK| IIE T EXEX| I
M= | (Molecular markers for the E2 and E3 genes controlling flowering
and maturity in soybean)

heterozygous lines(RHLs) S %3 ¥ A}

O Fau&

QO E2 #AA H=H¥ A4 = EAY single nucleotide—amplified
polymorphism (SNAP) X %A= /NEslE 3, 2 SNAPEAEA =
E2(GmGIa)2] nonsense mutation isolines &3] ¢4 2 I OH
FAAE ZAE 7 Y5 I

Q E3 F#A) GmPhyA39] 7]%3% &
B7IME AAAGE PCRYA 02 FX£6)

LH [==) S—— Gm10:44716804..44738165 (21.36 kbp)
IIIII Glyma10g36600 a 1(E2) 2(e2) 3(E2) 4(ed 5(E2) 6

L i I“‘ f“JF’ “TU/‘I” \'f’ E2-specific marker
637bp 1561 bp 3202 bp 3270 bp -
SNP (WB2/E2/e2)  AAG NAT NAIG CICIT e2-specific marker
Premature stop
SNAP marker development
g Gm19:47,511,256..47,536,374 (25.12 kbp) MW 1 2 3 4 5
Williams 82 — = = b
GmPhyASE3 EaF E3-R1 E3R2
Glyma19ga1210 Glymatga1220 Glyma19g41230
— = o ’ - - - 3.000
T sos4 sa55 10128 E3-marker 2.000
GmPhyA3-e3 13.33 kbp deletion
1 6651 1,000
Pl 171451
GmPhyAIMi 2.63 kbp delation 700
e 1 9220 o0
GmPhyAZMo T (bp)
Nonsv-nsnm
[0 2E

O /Mid BAFEAEL E29 E3 H4A o] BHG F9o Mg QTLE
24 atz] S18 o8-+ o) k.
g, ol& EAEA o]§2 7¥atm wan A
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3 (o] (@] =
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w YEEA : Molecular markers for the E2 and E3 genes controlling flowering and

=X maturity in soybean. Mol Breeding (2012) 30:1793 -1798, DOI
10.1007 /s11032-012-9743-6
HS 124 NEPN; SEZN sYAHAPA HHE(031-695-4047)
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- a—amylase, B—amylase, B—glucanase &4 =7}, FHAE ZA2(60—
20%), 393 2 89 =7}, 23 G A (albumin, globulin)&7} 5

O ZHIYEe FE Holg B AIEEOE AL HETH, F& AAYA A Hot
g8 ZotA

[1 HolAlz F dofATte] I}E EA WO
2R “Joseph™= 24A|13r ARGt FEAF 42-46% =2 T L F
HolA gl £=(17-20CE EASA FA), Eob7|3H(38, 5, 74)
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Starch ©
u-yumc/a)

= nyh e U s'

P-glucanase :dwiiy (\lk:')

{FAED <M|E}= —r-Z}> < ¢ -amylase&4)> < B -glucanase &4 >

- YolA| 7 Z7FE Mol&=(hot water extraction)S Zo}3
O F45A4 59 484 84 2, 189 g5 dEF2

a—amylase & B—glucanase?} F2< 4HAA JS

A, B2 F 2 Yol EEARE F
- go Ba2BAO BFEHE BAE FHADL BEA BolsEF 3%
= Y FZ4 : Vahid Farzanech et al, 2017 The impact of germination time on the some

=X selected parameters through malting process. International Jouranl of
Biologicam Macromolecules 94:663-668
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H=
(Effects of Waxy Maize Relay Intercropping and Residue Retention on Rhizosphere
Microbial Communities and Yield of Broccoli in a Continuous Cropping System)
P
O a3} AFE BES FEY ¥ FIFH EDo) /P
O A%HA Az ARAA FHAMe 23 vdE TP W e
Agd ade 123 GRoiA ge
O Faug
QO B nAE T vAo I &K B2FE(Brassica oleracea L.)
ZAEAAANA FFES] Fiol wel FEF5(Zea mays L.) 89 78S
B+
O B2Fg9 &4 72K B/M-B), BEE2FZ9 FHE EE(B/MR-B),
B2 Fg 92H(B-B)2 B/MR-B AHgdA #3 71& A& wloloujies
B—BXt} 7+t 16.3% ~32.5%%F 30.1% ~46.1% =34S
O BMR-BS| TAL cjrlidts nedol o YEnE wslos, /gy
AA(N), ZEK) € A(P)2 BEY FAE ek Bgier s 73
us O THE HEY B2t #2449 722 @ad¥ o2 Shannon
= A4, Slmpson A4, I#]3 Mclntosh ATE X3t EY PAE
ZFe) T G B
(Re“d\;e - B/MR-B Broccoli Maize Broceoli — B ]
(No reslc’lue retention) e e - P : T
P——— - et ’ e A N~/
{Experimental design and cropping arrangement)> <Canonical correlation analysis>
O Fa4&
O AT AFE HEL 5T ARAAY By FhE EG PR
1%5H e aRHos QAT A FEFE F7HAT
EX = 9EZA : hitp://www.sciencedirect.com/journal / pedosphere/articles-in-press?page-size
HS 126 N & Xt T S22 sHHPA 2A4=2(031-695-0641)
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